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Multifaceted Examination of Endoscopic Biopsy Tissues Aimed at Stratifying the
Risk of Barrett"s Esophagus-associated Carcinogenesis

Tokunaga, Mamoru
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We investigated somatic mutations in 24 cases of Barrett"s esophagus (BE)

without coexisting esophageal adenocarcinoma (EAC) and 9 cases of EAC (11 lesions: 3 lesions treated
with endoscopic mucosal resection (EMRC) and 8 lesions treated with endoscopic submucosal
dissection (ESD)), totaling 33 cases. The number of putative driver mutations per sample (median,
range) was 0 (0-1) for short-segment BE (SSBE), 0 (0-1) for long-segment BE (LSBE), 1 (0-3) for EAC,
and 1 (0-2) for surrounding BE. Notably, surrounding BE harbored a higher number of putative driver
mutations compared to BE (p < 0.01), although no significant difference was observed between
surrounding BE and EAC (p = 1.00). Putative driver mutations in TP53 were identified in 2 cases of
SSBE without coexisting EAC (16.7%).
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