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In depth proteomic profiling of humoral immune response for prediction of
response to immune checkpoint blockade

Shimizu, Junichi
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The response rate to immune checkpoint inhibitor (ICI) monotheraﬁy is
limited to 10-40%. In addition, ICls can induce immune-related adverse events (irAEs), which may
result in treatment discontinuation. Therefore, there is a growing need to develop biomarkers that
can predict response to ICIs and irAEs. In this study, we aim to explore humoral immune response
that are associated with response to ICIs and irAEs by in-depth proteomic analysis of
autoantibody-bound antigens in the plasmas from non-small cell lung cancer patients prior to ICI
treatment and identify blood-based biomarkers that can predict response to ICIs and irAEs.
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A proteogenomic approach for identification of novel IgG-bound antigens in pancreatic cancer
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