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Elucidation of the regulatory mechanisms of urinary microRNA expression and its
clinical implementation as a biomarker for renal disease
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In this study, in situ hybridization and microarray analyses were performed
on urine and renal biopsy tissue samples from a total of 200 subjects, including healthy subjects
and patients with renal disease, to investigate the correlation between microRNA expression in renal

tissue and urine and the association between urinary microRNAs and renal prognosis. The results
showed that several types of urinary microRNA (especially miR-5195) expression correlated with renal
tissue lesions, rate of renal function decline, and response to treatment, indicating that they
could be used as novel biomarkers of renal disease.
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