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The aim of this study was to clarify the effect of PTPN11 mutation, which is
frequently observed in juvenile myelomonocytic leukemia (JMML), on methylation. CD34-positive cells
were induced to differentiate using JMML-derived iPS cells that differ only in the presence or

absence of the PTPN11 mutation, and iPS cells that were mutation-repaired or mutagenized by genomic
modification. Efficient induction of differentiation into CD34-positive cells and extraction of
high-concentration genomic DNA from the cells enabled us to perform comprehensive methylation
analysis. The results revealed a group of genes whose methylation rate increased or decreased
depending on the presence or absence of PTPN11 mutation. Further studies are needed to elucidate the
mechanism of methylation regulation by PTPN11 mutation.
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