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Identification of New Subtypes and Elucidation of Molecular Pathogenesis in
Adult B-Cell Acute Lymphoblastic Leukemia
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Of the 354 adult B-ALL cases analyzed by integrating gene expression and
gene mutation information, approximately 85% of the cases could be classified into 18 distinct
subtypes. The most frequent subtype was characterized by the ZNF384 fusion gene (ZNF384 subtype),
accounting for about 20% of the total cases and identified as the largest subtype among Japanese
patients. Additionally, two novel subtypes, not previously reported (CDX2 subtype and IDH1/2
subtype), were discovered, characterized by high expression of the CDX2 gene and mutations in
IDH1/2, respectively.
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Aberrant expression of CEBPa inhibits MEF2 transcriptional activity in B cell acute lymphoblastic leukemia
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