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Development of a method to induce maturation of fetal hematopoietic stem cells

Kobayashi, Hiroshi
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Differences in Environmental Responsiveness between Fetal and Adult

Hematopoietic Stem Cells: Adult HSC markers change under various culture conditions. Cpne2 shows
gradual maturation when co-cultured with mesenchymal cells. Ndrgl expression, induced by mesenchymal
cell factors, suppresses part of the HSC maturation process.

Long-term Culture of Fetal Hematopoietic Stem Cells: Fetal HSCs can be maintained for over 500 days
without significant changes, demonstrating the feasibility of long-term culture.

Identification of Maturation and Quiescence Factors: The maintenance ability of HSCs was compared
among eight mesenchymal cell lines, identifying genes correlated with maintenance. Overexpression
experiments and inhibitor screenings are ongoing to understand HSC maintenance and maturation.
Research on gene editing of HSCs has also been published.
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