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Cross-regulatory mechanisms of cancer-associated genes MYNN and p53 in lung
cancer.
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In this study, we analysed the cancer-related functions of MYNNs: MYNN
overexpression enhanced cell proliferation and invasiveness, and direct binding between MYNNs and
p53 was found to be involved in mutual regulation; repression of MYNN expression was found to be
post-transcriptional repression by microRNAs, whose expression is induced upon p53 activation. The
results of this study showed that the repression of MYNN is a post-transcriptional repression by
microRNAs induced by p53 activation. Furthermore, antibody-based chromatin immunoprecipitation-PCR
revealed that MYNN binds to the regulatory regions of several p53 target genes; RNA-SEQ analysis of
MYNN-overexpressing and control cell lines identified 11 cancer-suppressor genes that are suppressed

by MYNN, some of which were also identified in p53 target genes. 53 target genes were also
identified.
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