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InY?stigation of therapeutic targets against endocrine-resistant breast cancer
cells
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We previously reported that down-regulation of microRNA-27b (miR-27b)
induced the docetaxel resistance in estrogen receptor (ER)-positive breast cancer. After these
findings, we found that miR-27b was down-regulated in endocrine-resistant breast cancer cells. In
this study, we aimed to analyze the characteristics of endocrine-resistant breast cancer cells via
evaluating miR-27b expression. We found that ER was down-regulated in miR-27b down-regulated cells.
We also observed the elevated expression of CEACAM6 in miR-27b down-regulated cells. Therefore, our
cu::ent study identified CEACAM6 as a novel marker for hormone therapy-resistant breast cancer
cells.
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