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Bile cell-free DNA

Novel treatment of biliary tract cancer by targeting genomic diversity using
Bile cell-free DNA
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The aim of this study is to evaluate the quality of cf-DNA in bile as a
liquid sample and to identify the possibility of obtaining genomic profiling for personalized
therapy. Thirteen cases undergoing surgical resection in pancreatic biliary tract cancer with bile
duct invasion were collected. DNA was extracted from the resected specimens and whole exome
sequencing revealed pathological mutations in TP53, ABCA8, BRCA2, FGFR2, APC, SMAD4 and NRAS. cf-DNA
was extracted from bile samples from 13 cases and plasma samples from 9 cases. The results showed
that bile contained more cf-DNA and had longer DNA fragments than plasma. Furthermore, the most
representative gene mutations, such as TP53, KRAS, NRAS, and SMAD4, could be detected in bile
cf-DNA. In conclusion, bile cf-DNA has the quality and quantity suitable for genetic analysis and
reflects tumor-derived genetic mutations. Bile cf-DNA was considered a useful tool as a liquid
biopsy for detecting genomic profiling.
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