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Integrative proteomic analysis of PDX models to develop targeted therapies in
gastric cancer
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While most early—sta?e gastric cancers_can be cured by surgery, effective
chemotherapy for advanced gastric cancer is limited and there is an urgent need to develop
innovative therapies. In this study, we will develop patient-derived xenograft (PDX) models of
gastric cancer and a comprehensive multi-omics analysis of PDX tumors will be performed, including
cell surfaceome and phosphoproteome analysis that focus on the identification of activated
signalling pathways. In addition, HLA ligandome analysis will be performed to identify highly
immunogenic HLA class 1 peptides that can be used for personalized cancer vaccine therapy. The aim
is to overcome advanced gastric cancer by elucidating the molecular background of gastric cancer and
identifying a set of cell surface molecules as innovative therapeutic targets.
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Systems-approach based molecular profiling of mouse models for translational cancer research
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In-depth proteomic analysis of cancer models
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