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Mechanism of cancer stem cell maintenance by Lrigl using transgenic mice
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In this study, we aimed to clarify the significance of Lrigl expression in
colorectal cancer and its association with cancer stemness using Lrigl-GFP mice. We analyzed
single-cell RNA seq data of tumor cells from chemically induced colorectal cancer in Lrigl-GFP mice.

As a result, we identified genes that are correlated with Lrigl gene expression and one molecule
that may function as a hub for those genes. Furthermore, the results of in vitro experiments using
colorectal cancer cell lines suggested that quiescent cancer stem cells expressing Lrigl may be
converted to active cancer stem cells by severe cytotoxicity.
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