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Understanding the mechanism why cardiac myocytes resist Myc-induced
proliferation
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Trim28 is a chromatin regulatory factor involved in various processes,
including development, metabolism, and gene expression, through deposition of histone H3K9
methylation. Previously, we have discovered that H3K9me3 is associated with the inhibition of
cardiac myocyte proliferation. This study investigated if Trim28 was involved in the regulation of
cardiac myocyte proliferation using cardiac specific Trim28 knockout mice. Contrary to the
hypothesis, Trim28 had minimal impact on cardiac myocyte proliferation and H3K9 methylation status.
However, detailed analysis revealed that Trim28 plays a promotive role in the expression of fatty
acid metabolism genes In cardiac myocytes.
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