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Development of therapeutic strategies utilizing changes in the immune
microenvironment in driver mutation positive lung cancer.

Tatsuro, Okamoto

3,100,000
EGFR CT
NGS
mRNA 53 Collagen XI alpha 1
variant indel SNV
variant 3.2%
EGFR
Collagen XI alpha 1 COL11A1 EGFR

In lung cancer with EGFR gene mutations, noninvasive and invasive cancers
were selected based on high-resolution CT images and pathological information, and clinically
significant molecular abnormalities were explored by comprehensive analysis of gene expression and
gene changes using NGS analysis. 1) In transcriptome analysis, there were 53 genes whose mRNA
expression differed significantly between the two groups. 2) The total number of variants in the
exome analysis tended to be higher in the advanced stage group than in the early stage group. The
difference in the total number of variants between the two groups was 3.2% of all mutations. The
number of indel and SNV mutations also tended to be higher iIn the advanced stage group.
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5) Gene Ontology
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GO, Gene Ontology; A, Regulation of primary metabolic process; B, System development;

C, Regulation of gene expression; D, Regulation of cell cycle; extracellular matrix organization
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5)
varient silent/missense/nonsense/indel/splicing
6.3%/5.9%/0.1%/11.3%/1.0% variant
(194,655 vs. 188,660, p=0.069) variant 3.2%
indel SNV (p=0.078 p=0.068)
p53 (33% vs. 40% p=0.82) p53
variant (p=0.20)
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B (n=12) R (n=28)

N (mean) % N (mean) %
Silent 12053 6.4 12098 6.2 0.23
Missense 11272 6.0 11348 5.8 0.067

MNonsense 100.6 01 100.9 0.1 0.9

Indel 21239 1.3 22138 1.4 0.078
Splicing 1876 1.0 1889 1.0 0.198
Others 142118 75.3 147078 75.6 0.074
i Total variant 188660 - 194655 - 0.089

‘Total variant® 1L E| & =5995 / 188660 x 100 = 3.2%
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