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In recent years, scientists have discovered that cancer cells can spread
from the main tumor into the small air sacs in the lungs, a process called STAS. This spreading is
linked to worse outcomes in lung adenocarcinoma, a common type of lung cancer. However, we still
don"t fully understand how these cells move and develop. Our research aimed to learn more about this

process by studying lung cancer tissue with special stains and genetic tests. From our findings, we
suggested that STAS cells might come from deep within the tumor and move out to its edges. These
cells might keep traits from the tumor®s edge, showing the variety within the tumor itself. Our
study aims to improve understanding of how this spreading happens and its impact on lung cancer
progression.
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