©
2021 2023

Txnip

Elucidation of the role of Txnip in the pathogenesis of sepsis-induced
hyperglycemia and its therapeutic application

Ishii, Sachiyo
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We believe that promotion of inflammatory responses and cellular dysfunction
triggered by increased expression of Txnip are involved in the worsening of the disease condition
in sepsis-induced hyperglycemia, and that inhibiting the binding of Txnip to GLUT1 will improve the
disease condition. So static and molecular dynamics analysis of protein-protein interaction between
Txnip and GLUT1 receptor was performed.

We assumed that multiple bases common to both static and dynamic analyzes were bases related to
protein-protein interactions, and created multiple combinations of alanine substitution mutants to
narrow down the bases. We are currently conducting experiments to determine which Txnip mutant

abolishes GLUT1 receptor endocytosis.
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