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In this study, contamination and gene reaction inhibition were observed,
which may have been caused by biological tissue. In the case of typical infection, the results were
consistent with culture test results, but the accuracy of the analysis was not good when the amount
of bacteria was low. Many non-infected implants were below the quantitative limit, and the need for
guantitative interpretation prior to NGS, DNA extraction and enrichment process was an issue. In the

future, it will be a challenge to collect samples above the limit of detection considering

contamination, and the importance of bacterial quantification, DNA extraction, purification, and
exclusion of contaminating bacteria is necessary.
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