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Identification of su?gr—enhancer and master genes involved in treatment
resistance of urothelial cancer
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Multidrug chemotherapy, which combines multiple anticancer drugs including
cisplatin, is used for advanced urothelial cancer. Nevertheless, a significant proportion of
patients experience rapidly developed chemoresistance, leading to treatment ineffectiveness. The
molecular mechanism by which cancer cells acquire treatment resistance is still unknown. Epigenetic
changes that occur upon exposure to anticancer drugs were analyzed using ChlP-seq. and ATAC-seq. It
has become clear that AP-1/Fra-1 transcription factors bind to open chromatin regions and regulate
the expression of target genes at the very early stage of cisplatin exposure.
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