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Genomic analysis of autopsy and liquid biopsy in paired patients with metastatic
castration resistant prostate cancer

Masumori, Naoya
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The aim of this study was to investigate the relationship between gene
expression involved in the progression of prostate cancer in the prostate and each metastatic organ,
and the response to treatment. Nine patients with metastatic castration-resistant prostate cancer
(mCRPC) underwent autopsy and tissue was obtained from the prostate and all metastatic organs. Five

of these cases underwent genomic analysis using next-generation sequencing. In cases where the
response to treatment was poor,we observed that the expression of genes involved in the cancer
progression and cancer suppressor genes was renewed, indicating that there was a possibility that
the mutated genes of cancer suppressor genes were amplified. We plan to analyze whether it is
possible to predict the progression of mCRPC using liquid biopsy.
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Genetic analysis of postmortem tissue samples from a patient with castration-resistant prostate cancer: A case study
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