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Elucidation of the mechanism of drug resistance in ovarian cancer with poor
prognosis and development of new therapeutic targets
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Based on the results of experiments using two-dimensional cultured cell
lines in clear cell carcinoma, a poor prognostic histological type of ovarian cancer that is
resistant to chemotherapy, we found that CHD4, a chromatin remodeling factor, controls sensitivity
to platinum drugs. Furthermore, we found that sphingolipid metabolism varies depending on the
presence or absence of mutations in ARID1A, which is deeply involved in the carcinogenic mechanism
of clear cell carcinoma, based on biobank data, human clinical specimens, and basic experimental

data on cultured cell samples.
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