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Runx2

its function in skeletal development
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Identification of target genes of the transcription factor Runx2 and analysis of
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Runx2 is a master transcription factor that regulates osteoblast
differentiation, and Runx2 knockout (KO) mice show complete inhibition of osteogenesis. The result
of this study identified Smocl and Smoc2 as downstream molecules of Runx2 and showed that they are
essential for the osteogenic process; Smocl KO mice showed loss of fibula and fusion of digits. In
contrast, Smoc2 KO mice showed a short head shape in craniogenesis, but the effect on the systemic
osteogenic process was minor. Subsequent analysis of Smocl;Smoc2 double KO mice, due to a possible
functional compensatory nature of Smocl and Smoc2, showed impaired craniogenesis and delayed

endochondral bone formation in the secretary bone.
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