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Differentiation and induction of periodontal tissue constituent cells by
transcription factor regulation using miRNA
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To differentiate stem cells into cells with different properties, it is
necessary to induce the expression of specific transcription factors (TFs). MicroRNAs (miRNAs) bind
to the 3"-UTR of mRNA and cause translational repression. We analyzed the type of cells that are
induced to differentiate into gingival fibroblast (HGF) by suppressing TFs that are highly expressed

in periodontal tissue using miRNA. miR200a bound to Twist2 3"-UTR and increased DLX5 and RUNX2 mRNA
and protein levels. These results suggested that miR200a may induce differentiation of HGF into
osteoblasts.
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