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Construction of bases to develop senescence-senolysis induction therapy for oral
squamous cell carcinoma
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Senescence is a protective process against the development of cancer, when
cells that are subjected to different stimuli stop growing permanently. Senescent cells trigger
persistent inflammation in the surrounding area and display characteristics that encourage the
development of cancer and the advancement of malignancy (known as SASP).

This study aimed to examine the molecular dynamics of senescence indicators and SASP components
triggered by the anticancer drug, cisplatin (CDDP), in oral squamous cell carcinoma (0SCC) cell
lines and animal experimental models.

CDDP treatment resulted in the observation of senescence with elevated p2l expression in tongue
cancer mouse tissues and OSCC cell lines. The application of p21 inhibitors showed that p2l-induced
senescence stimulates the release of SASP factors.
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