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The molecular mechanism of umami receptor in energy metabolism for preventing
pediatric obesity
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Abnormal eating habits are considered to be a strong cause of obesity.
Therefore, the relationship between taste, which greatly affects food selection, and obesity has
been investigated, and it has been reported that obese individuals have decreased sensitivity to
sweet and umami tastes compared to normal weight individuals. TaslR family members are widely
expressed in tissues other than the oral cavity, and therefore, when considering the cause of
obesity in terms of decreased sweet or umami sensation, it is necessary to take into account the
genetic mutations that cause the dysfunction of taste receptors in tissues outside the oral cavity.
After 8 weeks, wild-type bellies (WT) had marked weight gain and a fatty liver condition, whereas
the Taslr3 knockout mice had less weight gain had resolved.
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