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Study of the relationship over time between oral microbiome and lifestyle
diseases with the aim of establishing preventive methods for lifestyle diseases
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The relationship between the oral microbiota and dyslipidemia,
atherosclerosis, and diabetes mellitus as lifestyle diseases was analyzed in a cross-sectional and
longitudinal manner. Statistical analysis of the diversity of the bacterial flora showed differences

in the flora in all diseases. Differences in the bacterial flora affected the development of
dyslipidemia. The results of intergroup comparative analysis and multivariate analysis regarding the
search for specific bacteria showed that the genus Megasphaera was associated with the development
of dyslipidemia. With regard to atherosclerosis, periodontal bacteria were found to be associated.
As for diabetes, the genus Lactobacillus was associated with diabetes. Comparison of the number of
periodontal bacteria on the tongue showed a significant association with the presence or absence of
periodontal disease, suggesting the importance of controlling periodontal disease as a preventive
measure against lifestyle diseases.
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