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Analysis of the possibility that colonization of bacteriocin-producing bacteria
in the oral cavity may cause intestinal microbiota dysbiosis

Hideo, Yonezawa
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The caries-causing bacterium Streptococcus mutans produces antimicrobial
substances (bacteriocins). These bacteriocins enter the intestinal tract with saliva. We have
demonstrated that bacteriocins produced by S. mutans may be the cause of intestinal microbiota
dysbiosis in children. In this study, we analyzed the bacteriocins of S. mutans with unknown
function and grouped them according to the presence or absence of bacteriocin-producing bacteria
that affect the intestinal microbiota. Based on these results, we examined whether the possession of

pactg(iocin—producing bacteria in the oral cavity is a cause of dysbiosis of the intestinal
microbiota..
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