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Transcriptomic analyses of mouse cardiac myocytes and cardiac non-myocyte cells:
postmitotic vs. proliferative cells

Takenaka, Yasuhiro
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Adult heart mostly contains long-lived postmitotic cardiomyocytes and
non-cardiomyocytes that have proliferative potential. Here, we isolated cardiomyocytes and
non-cardiomyocytes from young and aged mouse heart, and performed transcriptome analyses to
understand the differences of gene expression in postmitotic and proliferative cells. Gene ontology
analyses revealed that genes associated with inflammatory response were upregulated in aged cardiac
myocytes, whereas genes including two ATP synthases in mitochondrial respiratory were significantly
downregulated. We also found that the expression levels of some small nucleolar RNAs (SnoRNAs) are
decreased cardiomyocytes with aging. snoRNAs are deeply involved in RNA modification such as
pseudouridylation stabilizing ribosomal RNA and mRNA splicing. Therefore, the age-related reduction
in snoRNA expression may lead to the destabilization of rRNA, splicing dysfunction, and ultimately a

decrease in protein synthesis capacity.
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bioRxiv (https://www.biorxiv.org/content/10.1101/2023.08.20.554007v1)
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