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Transcriptional molecular mechanism induced by exercise

Sakakibara, lori

3,200,000

Phf2 PHF2 Phf2 C2C12
(EPS) in vitro PHF2

Phf2
Phf2

In order to clarify the transcriptional mechanism induced by exercise, we
performed phosphoproteomic analysis of nuclear extracted proteins from skeletal muscle during
exercise. As a result, we identified the epigenome modification enzyme Phf2 as a protein that
receives phosphorylation signals. In order to elucidate the function of PHF2, we analyzed changes in

gene expression using an in vitro exercise model using an electrical stimulator (EPS) in C2C12
cells lacking the Phf2 gene. It was suggested that this enzyme is an epigenome modification enzyme
that controls muscle slow type fiber specification. Next, to elucidate the physiological function of
Phf2, we generated skeletal muscle-specific Phf2-deficient mice.
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