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Understanding of sarcopenia obesity by epigenomic regulation
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The living and nutritional environment such as eatin? habits is thought to
play an important role in the development of age-related diseases including lifestyle disease and
sarcopenic obesity. The epigenome is chemical modifications of DNA and histones to form cellular
memory. How the nutritional environment is converted into epigenomic memory and how it affects aging

diseases such as sarcopenic obesity has not yet been elucidated. In this study, we showed that a
signal-sensing epigenomic enzyme, JMJD1A, memorized environmental and nutritional cues to the
epigenome, contributing to the prevention of sarcopenic obesity.
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