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Orggn specificity in the variation of lipid metabolism by fructose and fatty
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In order to clarify organ-specific differences in metabolic changes induced
by the simultaneous ingestion of fructose and fatty acids, studies were conducted with particular
focus on the liver, mesenteric fat, and small intestine. The fructose-induced increase in fatty acid

biosynthesis-related gene expression was observed in the liver regardless of the type of fat
ingested at the same time, whereas in mesenteric fat the increase was more pronounced for glucose.
Fructose induced protein expression in the small intestine related to fructose transport and
metabolism, such as GLUT5, G6Pase, and F1,6BPase, regardless of the type of fat or oil. The results
also suggest that simultaneous consumption of fructose and fish oil may modulate fatty acid
oxidation and peroxidation in the small intestine.
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polypeptide 2
600 tr|A6KJS7|ABKIS7_RAT RCG50935 2.3682922
257 tr]Q91W30/Q91W30_RAT Aldose reductase-like protein 2.3009473
Proteoglycan 3, pro eosinophil major
1026 tr|D4A834|D4A834_RAT . . 2.2124068
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