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Analysis of Trim43 in radiation-induced arrest of fertilized egg development
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i i In this study, we analyzed the effects of low-dose radiation on early
implantation embryos, focusing on the Trim43 genes that are expressed in a time-specific manner in

early embryos and may be involved in cell division. Trim43 antibody was produced and found to
specifically recognize the protein. In addition, Trim43KO mice were generated and mRNA-Seq analysis

was performed in 4-8 cell stage embryos. Gene expression analysis suggested that Trim43 affects the
cell cycle and cell division.
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