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Establishment of a novel model for human beige adipocytes converted from smooth
muscle-like cells
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In adult humans, beige adipocytes, which are induced in adipose tissue
through a phenomenon called browning, are a potential therapeutic target for preventing obesity and
related metabolic diseases by consuming circulating blood glucose and fatty acids. In this study, we

used ciBAs, a model of human brown adipocytes converted from primary dermal fibroblasts, and
verified that ciBAs are functional brown adipocytes similar to those in vivo by analyzing the
conversion mechanism. We newly evaluated small molecules and dietary compounds using ciBAs, and
discovered multiple new factors that have the potential to promote browning in the body. In this
study, their effects and mechanisms of action on browning were analyzed in detail.
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