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Artificial design of living polymerizing proteins

Matsunaga, Ryo
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I conducted research to create Iivin? polymerizable proteins by controlling
the activity of the reaction end using dynamic conformational changes due to domain-domain
interactions and isopeptide bond formation. As a result, | succeeded in designing a protein that is
activated by domain-domain interaction when another protein domain is bound adjacent to the inactive
protein domain. Living polymerization can be achieved by designing another protein domain with
similar properties. In addition, by improving the Brevibacillus expression system, which enables
rapid and highly efficient protein expression, | have succeeded in secretory expression of various
proteins that were previously considered difficult to express.
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