2021 2022

DNA

High sensitive metabolite detection using DNA barcoding strategy

NISHIHARA, Tatsuya

3,500,000

DNA
DNA

DNA

DNA
MRNA

In the field of medicine, metabolome analysis has been actively conducted in
recent years, combining separation methods such as capillary electrophoresis (CE), liquid
chromatography (LC), and gas chromatography (GC) with mass spectrometry techniques. Metabolome
analysis has been conducted in the cohort study to discover the disease biomarker. In this study, we
attempted to convert the metabolite information into DNA sequences using chemical reactions. The
proposed methodology can realize integrated analysis with the transcriptome and genome.
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