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Elucidation of the mechanism by which fermented foods improve dysbiosis induced
by Western diet

Okamura, Takuro
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In this aEplication, we focused on traditional Japanese fermented foods and
aimed to elucidate the mechanism by which fermented food intake ameliorates dysbiosis induced by
Westernization of eating habits through multi-omics analysis. B6/J mice were fed a high-fat,
high-sucrose diet £ miso diet for 12 weeks, and various analyses were conducted at 20 weeks of age.
Although there was no significant difference in body weight between the two groups, glucose
tolerance was significantly improved in the miso-treated group, and significant increases in fecal
and blood short-chain fatty acid levels were observed. Furthermore, inflammatory cells in the
mucosal lining of the small intestine decreased and anti-inflammatory cells increased in the
miso-treated group. Finally, shotgun metagenomic sequencing of the intestinal microbiota revealed an
increase in short-chain fatty acid-producing bacteria in the miso-treated group.
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