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Elucidation of the remote manipulation mechanism of flower morphology by
bacteria and its application to the flower morphology control technology

Kitazawa, Yugo
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In this study, the function of phyrogen, a protein from phytopathogenic
bacteria, was investigated to elucidate the mechanism underlying manipulation of floral
morphogenesis by phyllogen. We found that phyllogen has a unique function to degrade their targets
by the proteasome-dependent but ubiquitin-independent pathway, and clarified the target-determining
mechanism of phyllogen. Furthermore, we constructed a binding model between phyllogen and its target

host factors by combining random mutagenesis experiments and a Al-based highly accurate protein
structure prediction program. In addition, we have created phyllogen-expressing tobacco plants
(Nicotiana spp.) and conducted heterologous grafting technique using tobacco plants and other
species.
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