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To understand epigenetic regulation during mammalian oogenesis, we focused
on the methylation of lysine 36 in histone H3 machinery. First, mouse Nsd3 gene, known as one of the
H3K36 methyltranferases, was knocked out by CRISPR-Cas system, suggesting that maternal NSD3 is
essential for the establishment of maternal epigenome and further oogenesis. In addition, we
attempted to apply the CUT&Tag method to mouse oocytes, which enables histone modification profiling
using small cell samples instead of chromatin immunoprecipitation-sequencing, and also established
low-input and genome-wide profiling method for H3K36me3, H3K4me3, and H3K27me3.
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