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This study developed a fundamental framework for TnDR-seq that enables the
comprehensive detection of co-translational protein dynamics at the proteome level. This was
achieved by utilizing a force-sensing arrest peptide with a transposon and deep-sequencing system.
Our findings indicate a shared pattern of co-translational movement among secretory proteins and
membrane proteins. Additionally, distinct co-translational dynamics have been observed for several
cytosolic soluble proteins. Moreover, through bioinformatic analysis, novel candidate arrest
peptides have been identified.
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