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A molecular basis of virus pathogenicity focusing on RNA replication
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In recent years, emerging infectious diseases caused by RNA viruses, such as
SARS-CoV-2 and avian influenza virus, have significantly impacted human society. For the
replication of RNA viruses in host cells, RNA-dependent RNA polymerase (RdRp) complexes and host
proteins are essential. Therefore, understanding virus-host interactions centered on RdRp will
provide important information on the mechanism of virus replication. In this study, we identified
host factors involved in RNA replication of SARS-CoV-2 and evaluated their function.
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