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Identification of the sexually antaggnistic gene responsible for diversified
black nuptial coloration in medaka fishes

Ansai, Satoshi
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To identify the sexual conflict gene responsible for the diversification of
sexual dimorphism and to elucidate the detailed genetic mechanism involved in its evolution, we
analyzed the causative gene for the diversified black nuptial coloration and sex chromosome turnover

among three species of medaka fishes endemic to Lake Poso, Indonesia. QTL analysis using
interspecific hybrid families revealed one locus associated with black nuptial color. Whole genome
sequencing also revealed sex chromosomes in two of the three species. These results indicate that
the sex chromosomes differ among the three species and that the locus related to black nuptial color
is located on an autosomal chromosome.
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