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Study of colonization mechanism of high pathogenic Cutibacterium acnes in
patients with acne and healthy individuals

Nakase, Keisuke
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The isolation rate of Cutibacterium acnes clade F strains, which are
frequently isolated from patients with acne, significantly increased in healthy individuals. When
the susceptibility of biological factors against C. acnes belonging to each phylogenetic type was
evaluated, these strains showed different susceptibility to fatty acids. Furthermore, clade F
strains highly produced biofilm in the presence of artificial sebum. Therefore, our data showed that

C. acnes has different susceptibility to sebum by each phylogenetic type, suggesting the
possibility of biofilm formation for survival.
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