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Comprehensive analysis of micro RNA in colorectal submucosal invasive carcinoma

3,300,000
( 18 21 ) RNA

miRNA mRNA miRNA FDR p<0.05
delta Fold change> 2 miRNA mRNA
METAP1 miR-4685-3p, TGOLN2

miR-6806-3p miRNA  mRNA
micro RNA (miRNA) messenger RNA (mRNA)
2 mRNA/mRNA
2 mRNA/mRNA

RNA was extracted from paraffin for colorectal invasive carcinoma (18 lymph

node metastases, 21 non-metastases), and comprehensive miRNA and mRNA analyses were performed. For
comparison of miRNA expression variation between the lymph node metastasis and non-metastasis
groups, miRNAs with FDR p<0.05 and delta fold change > absolute value of 2 were selected. The miRNAs
and mRNAs that were significantly expressed in the lymph node metastasis group were examined by
pathway analysis and found to be regressive: METAP1 and miR-4685-3p, and TGOLN2 and miR-6806-3p.
These miRNA-mRNA combinations may play an important role in lymph node metastasis.
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