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Identification of Susceptibility Genes and Aggravation Mechanisms for Severe
Pneumococcal Pneumonia
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_In this study, we identified a disease susceptibility gene(s% against
Streptococcus pneumoniae and analyzed its role and function. Comparative genomic analysis and

linkage analysis identified the susceptible gene group, which included the chemokine receptor CXCR2.
The expression of Cxcr2, Cxcll and Cxcl2 in the lungs was measured. Analysis of neutrophils and
macrophages in mice with severe lung inflammation showed delayed recruitment of neutrophils and
macrophages to lungs and increased production of inflammatory cytokines in correlation with gene

expression results. It was suggested that the delayed response to pathogens in the early stages of
infection is related to the severity of pneumonia.
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