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Identifying antibiotics using the conserved allostery from respiratory complex

Nishida, Yuya
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In recent years, there has been a rapid emergence of drug-resistant
pathogens. As a countermeasure, the development of antibiotics with new mechanisms is strongly
demanded. However, the issue of adverse effects on humans has become a concern. In this study, we
developed a rational method to identify pathogen-specific inhibitors that target the respiratory
chain complex, which is conserved in humans. Finally, we demonstrated the antimicrobial effect
against a clinically isolated super-resistant gonococci.
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