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Identification of molecules to induce the constitutive activation of Integrin
beta7 in multiple myeloma
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To develop a novel chimeric antigen receptor gCAR)—T cell therapy, a
monoclonal antibody (mAb) binding to an antigen specifically expressed in cancer cells Is needed. We
found that a novel anti-CD98 heavy chain (hc) mAb, R8H283, we previously identified, specifically

bound to multiple myeloma (MM) cells due to the difference of N-glycosylation expressed in CD98hc
protein between MM cells and normal hematopoietic cells. In addition, R8H283 bound to lung cancer
cells but not to normal lung epithelial cells derived from a part of lung cancer patients. CAR-T
cells generated from R8H283 demonstrated anti-lung cancer efficacy in mouse model. We had clarified
that R8H283 binding was not detected in normal non-hematopoietic tissues expressing CD98hc protein.
These results showed that R8H283-derived CAR-T cells were promising as a novel therapy for patients
of lung cancer.
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