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Elucidation of cancer-specific re-splicing regulatory mechanisms as a basis for
new cancer suppression strategies

Fujita, Kenichi
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The precursors mRNA transcribed from genes and undergo precisely splicing to
become mature mRNAs that realize higher-order biological phenomena. Therefore, failure of the
splicing mechanism causes various diseases and cancers. However, it is not fully understood why the
accurate splicing mechanism in normal cells is disrupted in cancer. As an approach to elucidate the
mechanism, we focused on the phenomenon of re-splicing, in which the splicing completion mechanism
is disrupted and mature mRNA is re-spliced in a cancer-specific manner. In this study, we will
comprehensively identify re-splicing products in various cancer cells, and by elucidating the full
picture of the re-splicing regulatory mechanism, we will establish a basis for cancer suppression
strategies based on re-splicing inhibition.
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