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Integrative proteomic analysis of PDX models to develop targeted therapies for
recurrent esophageal cancer

Higaki, Eiji
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Nearly half of operable stage Il and 111 esophageal cancer patients develop
recurrence. Effective chemotherapy for metastatic esophageal cancer is limited and there is an
urgent need to develop innovative therapies. In this study, we will develop patient-derived
xenograft (PDX) models of esophageal cancer and a comprehensive multi-omics analysis of PDX tumors
will be performed, including cell surfaceome and phosphoproteome analysis that focus on the
identification of activated signalling pathways. In addition, a genome-wide functional screening
using the CRISPR-Cas9 system will be performed using the esophageal cancer cell lines established in

this study. This will help to elucidate the molecular mechanisms of esophageal cancer and identify
a set of cell surface molecules as innovative therapeutic targets to overcome esophageal cancer.
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Variables Success  Failure
Case 23 19
M/F 17/6 15/4
Age 68 (54-77) 66 (46-80)
Histology ScC 20 18
AdenoCa 0
Cs 1
cStage 1 1 1
2 1 1
13 7
4 8 2
Tx NAC 16 14
CRT 1 4
CT 1 0
Palliative RT 2 0
Surgery alone 1 1
BSC 2 0
Response to NAC PR 12 11
SD 1 0
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Systems-approach based molecular profiling of mouse models for translational cancer research
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In-depth proteomic analysis of cancer models

81

2022

PDX

107 03

2024

(Taguchi Ayumu)




(Tanaka Tsutomu)

(Tajika Masahiro)




