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Acquisition of early diagnostic markers for lung adenocarcinoma using cell
membrane proteins

Kuchitsu, Yuki
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In this study, we performed a proteome analysis of cell membrane proteins
expressed in lung cancer cells, aiming to develop a serum diagnostic marker that for asymptomatic
lung adenocarcinoma patients. As a result of a shotgun analysis focusing on cell membrane proteins,
many proteins were identified, then we focused on ABCC3 and ITGB4, which were identified only in
lung adenocarcinoma cells. These proteins were found to be correlated with various
clinicopathological factors and patient prognosis in lung adenocarcinoma, suggesting their
usefulness as new diagnostic markers for lung adenocarcinoma.
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