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Identification of biomarkers associated with immune-related adverse events by
Genome Wide Association Study
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We registered 1,116 cases using immune checkpoint inhibitors by February

2024, extracted and stored DNA, and accumulated clinical information in a database. In a GWAS
analysis of 524 cases, including 266 cases with Grade 2 or higher irAEs and 258 cases without irAEs,
we 1dentified genome-wide significant SNPs related to thyroid dysfunction and adrenal
insufficiency. Additionally, we conducted a replication study on the SNP (rs16906115) of IL-7, which
had been identified in a GWAS of a Caucasian population as positively associated with the
development of irAEs and treatment efficacy. We found that in the Japanese population, this SNP was
not associated with the development of irAEs but was negatively associated with the treatment
efficacy for hepatocellular carcinoma.
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MOTOHARA TOSHIHIKO YAMAMURA KENSUKE MIYAMOTO HIDEAKI UENO SHIGENORI TAKENO HIROSHI 37
NAGAYAMA YASUNORI ODA ERI  KARASHIMA RYUICHI OZAKI NOBUYUKI MIYATA TATSUNORI MIMA KOSUKE
OKABE HIROHISA ISIKO TAKATOSHI BEPPU TORU

Durable Stable Disease by Atezolizumab/Bevacizumab Can Provide Long-term Survival of Patients 2023
With Hepatocellular Carcinoma Lung Metastases
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Exploring Genetic Factors Predisposing to through a Genome-Wide Association Study: Are there genetic factors associated with
irAEs?
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