2021 2023

Dysbiosis of the gut microbiota as a susceptibility factor for Kawasaki disease
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Introduction: Gut microbial imbalance (dysbiosis) has been reported in
patients with acute Kawasaki disease (KD). However, no studies have analyzed the gut microbiota
while focusing on susceptibility to KD. Methods: Fecal DNA was extracted from 26 children with a
history of KD approximately 1 year prior (KD group) and 57 age-matched healthy controls (HC group).
16S rRNA gene analysis was conducted. Results: Comparing microbial composition at the genus level,
Compared with the HC group, the KD group had higher relative abundance of Ruminococcus gnavus group
and lower relative abundance of Blautia. Discussion and conclusion: Ruminococcus gnavus group
reportedly includes pro-inflammatory bacteria. In contrast, Blautia suppresses inflammation via
butyrate production. Therefore, dyshiosis characterized by decreased abundance of Blautia in
parallel with increased abundance of Ruminococcus gnavus group might be a susceptibility factor for
KD.
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