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Giant cell arteritis (GCA), predominantly affecting the elderly, is an
autoimmune large-vessel vasculitis classified as an intractable disease. This study aimed to
identify gene groups associated with disease activity and pathophysiology in GCA by performing RNA
sequencing on whole blood samples. Thirty-four GCA samples and 14 age- and sex-matched non-disease
control samples were analyzed using various methods of dimensional reduction and gene enrichment
analysis. The results revealed that the expression of specific transcription factor-related genes
was downregulated in initial onset/relapse GCA groups compared to stable GCA/non-disease control
groups. This gene signature tended to be low in GCA groups with a history of recurrence.
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